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Education

2003 — 2007 M Doctor of Philosophy, Department of Chemistry, Dalhousie University, Hali-
fax, NS, Canada; with a concentration on Bioinformatics for Functional Ge-
nomics.
Thesis title: Analysis of Gene Expression Microarray Data by Multivariate
Curve Resolution.
Thesis Supervisor: Prof. Peter D. Wentzell
Full thesis at: https://dalspace.library.dal.ca/handle/10222/54836

2000 — 2002 M Master of Science, Department of Chemistry, Dalhousie University, Halifax,
NS, Canada; with a concentration in Chemometrics.
Thesis title: Comparison of Linear and Non-Linear Multivariate Calibration
Methods.
Thesis Supervisor: Prof. Peter D. Wentzell

Employment History

2021 —---- M Assistant Professor: Faculty of Medicine, Department of Pharmacology, Dal-
housie University, Halifax, NS, CANADA

2019 — 2021 M Bioinfomatics Facility Manager: Children’s Hospital Research Institute of
Manitoba (CHRIM), Winnipeg, MB, CANADA

2017 - 2019 M Staff Scientist: Vlaams Instituut vor Biotechnologie (VIB), Center for Cancer
Biology, KU Leuven, VIB-KU Leuven, Department of Oncology, Leuven,
BELGIUM.

2009 — 2017 M Research Officer: National Research Council of Canada, Measurement Sci-
ence and Standards Portfolio, Ottawa, ON, CANADA.

2007 — 2009 M Research Associate: National Research Council of Canada, Institute for Mar-
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2006 — 2007 M NSERC Visiting Fellow: National Research Council of Canada, Institute for
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Consultancy Work

2019 —---- M Bioinformatics Consultant: Flamingo Therapeutics Inc., Gaston Geenslaan 1,
3001 Leuven, BELGIUM.

Software

2020 — ---- M Error Modelled Gene Expression Analysis (EMOGEA): € https://github.
com/itikadi/EMOGEA

2019 — ---- M Biological Interpretation Of Multi-omics EXperiments (BIOMEX): @

https://www.vibcancer.be/software-tools/BIOMEX
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Research Statement

The basis of my research is to develop and deploy novel bioinformatics approaches
that allow access to important biological information embedded in the massive
amounts of data generated by bio-analytical technology platforms that continue
to advance. These methods push the limit in detecting small but significant bio-
molecular parameters that influence important biological phenotypes. On the one
hand, my approach to data analysis is integrative leading to accurate and com-
prehensive understanding of the correspondence between empirical observations,
bioinformatics models, and principal biological truths. On the other hand, my lab
employs standard molecular biology tools to validate our in silico results in order
provide incontrovertible translational evidence for our predictions.
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