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Research Statement
The basis of my research is to develop and deploy novel bioinformatics approaches
that allow access to important biological information embedded in the massive
amounts of data generated by bio-analytical technology platforms that continue
to advance. These methods push the limit in detecting small but significant bio-
molecular parameters that influence important biological phenotypes. On the one
hand, my approach to data analysis is integrative leading to accurate and com-
prehensive understanding of the correspondence between empirical observations,
bioinformatics models, and principal biological truths. On the other hand, my lab
employs standard molecular biology tools to validate our in silico results in order
provide incontrovertible translational evidence for our predictions.
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